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MALDI-MS data of bovine serum albumin (BSA) analysed with and without dyes. Table S2 MALDI-MS data of myoglobin analysed with and without dyes. Table S3 MALDI-MS data of insulin analysed with and without dyes. Table S4 MALDI-MS data of casein analysed with and without dyes.
Method S1 Description of spotting plan generation and statistical analysis. Data S4 Statistical data for insulin analysis.
S-4
Method S1 Description of spotting plan generation and statistical analysis.
The sample/spotting plan was generated using fractional factorial design (Design Expert v 9.0, Stat-Ease, Minneapolis, MN, USA). After an initial screening to identify limitations in the factor-space, the type of dye, dye concentrations, and mass range, were varied according to a face-centred central composite design (CCF). This design allows modelling of quadratic functions of the factors, using fewer experiments compared to a three-level full-factorial design.
Statistical analysis was performed, such as ANOVA and t-test using the same software to study the both individual and combined effects of different factors. Laser Intensity (%): * 50, ** 60, *** 60 Laser Intensity (%): * 70, ** 80, *** 80
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A B C Figure S1 MALDI-MS spectra of myoglobin analysed with matrices A) HCCA, B) SA and C) DHB with dyes (A-E) and without dyes.
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Figure S2 Matrix and Dyes used for analysis.
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A B C Figure S3 MALDI-MS spectra of insulin analysed with matrices A) HCCA, B) SA and C) DHB with dyes (A-E) and without dyes.
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Figure S4 Matrix and Dyes used for analysis.
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A B C Figure S5 MALDI-MS spectra of casein analysed with matrices A) HCCA, B) SA and C) DHB with dyes (A-E) and without dyes.
